Unt i 1 1 ed 



itie: US- 1 0- 536- 935A- 1 

Perfect score: 1497 

Sequence: 1 at ggcaacagt acat cagaa gaat at t cat t aagct at aa 1 497 



title: US- 1 0- 536- 935A- 1 

Perfect score: 1497 

Sequence: 1 at ggcaacagt acat cagaa gaat at t cat t aagct at aa 1497 

RESULT 1 
ABL88606 

ID ABL88606 Standard; DMA; 1497 BP. 
XX 

AC ABL88606; 

DT 20-M'\Y-2002 (first entry) 
XX 

DE Fungal cell wall synt hesi s r el at ed pol ynuci eot i de SEQ 1 D NO 1 . 
XX 

KW Fungi; transport; GPI anchor protein; cell wall; biosynthesis; fungicide; 

KW antifungal; 1- ( 4- n- but yl benzyl ) i soqui nol i ne; gene; ds. 

XX 

CS Saccharorryces cerevisiae. 
XX 

PN VC200204626- A1 . 

PD 17- JAN- 2002. 

PF 06- JUL- 2001; 2001W> JP005899. 

PR 07- JUL- 2000; 2000JP- 00206968. 

PR 17- OCT- 2000; 2000JP- 00316027. 

PA ( El SA ) El SAI GO LTD. 
XX 

PI Tsukahara K, Hat a K, Sagane K, Nakannot o K, Tsuchi ya M 

PI \Mtanabe N, Cba F, Tsukada I, Ueda N, Tanaka K, Kai J; 

DR V\PI ; 2002-241441/29. 

DR P-PSDB; ABB88538. 
XX 

PT Fungal cell wall synthesis gene encoding protein related to transport 

PT process of GPI anchor protein to cell wall, useful in screening 

PT inhibitors for devel oprrsnt into antifungal agents. 
XX 

PS Oaiml; Page 213-216; 297pp; Japanese. 
XX 

CO The invention relates to a DNA over expr essed in fungi that encodes a 

CO protein inparting tolerance to conpounds that inhibit the transport 

CO process of the GPI anchor pr ot ei n t o t he eel I wal I in fungi . The 

GG inhibitors have fungicide activity through inhibition of fungal cell wall 

GG synthesis. The gene and encoded protein are useful in screening for 

GG inhibitors for devel opn^nt into antifungal agents, particularly for 

GG pat i ent s wi t h oppor t uni st i c f ungal i nf ect i on. A gene i npar t i ng t ol er ance 



GG to e.g. 1 -( 4- n- but yl benzyl ) i soqui nol i ne can be identified. Such 
GG antifungals are likely to be rrore effective because of its novel 
GG n^chani sm of action. The present sequence i s t hat of a polynucleotide of 



GG t he i nvent i on 

SO Sequence 1497 BP; 429 A; 269 0; 275 Q, 524 T; 0 U; 0 Q her ; 

Page 1 



Query ^/bt ch 100.0% Score 1497; DB 6; Length 1497; 

Best Local Si ni I ar i t y 100.0% Pred. No. 0; 

IVbtches 1497; Conservative 0; MsrrHtches 0; I ndel s 0; C^ps 0; 



0/ 


1 


ATQ^CMCAG^AGATGAGAAG^TATG^CG^C^ITAAMGAG^G'W\AG^Q3^CT^^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

rt 1 VjldkjrtrtL*rtVjI 1 r\\jr\ \ \jn\Jlr\r\\Jr\r\ \ r\\ \J\ \JCr^\^ 1 1 1 MrtrtrtV*jMOHVjrvVVAVjr\Vjk>\w 1 1 1 0 1 O 


60 


0/ 


61 


AGAQ33JrGAATGGCGGrTCTATAACAG^TTAACGCAGTG^CATC^ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

FiK^^ysKXX^ \ l^jMM 1 t^XX-AJj 1 1 1 M 1 MM'oMvJtWa I 1 MrtLAjkjr\0 1 OHL*r\ 1 L<r\M 1 1 VjO 1 1 1 1 M 


120 








0/ 


121 


ACTTAGATATGATQ3AACTTATTG/WW\TT(XAA(XTTATQXTCCTQ3GATTTCGAQ3 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

APTTAP^TATPTiTrY^APTTATTr^AAAATTPPAAPPTTATr^'Y^ 


180 








0/ 




GrQ3AATACATAATTG^TTTTQ3ATTG^CTQ33rTQCTTTQCTTCTATCTAT^^ 

\J 1 OkjrV\ 1 MLr\ 1 MM 1 1 \Jr\ 1 1 1 1 OuM 1 1 Or^MLf 1 Odd 1 1 \Xj I 1 1 \Xj I 1 Lf 1 M 1 Lf 1 M 1 1 MLf 1 M 1 1 




0/ 




TATQCTAGn-G^(XATA(XTTCTAAAGACX3CTAATACTGrTA(XI IGI 1 IQCTCX33ATTC 

1 M 1 \Xj I MO 1 Or^ML^JM 1 ML^-* 1 1 w 1 MMMLiMLAjO I MM 1 ML* \\J\ 1 ML^-* 1 1 0 1 1 1 \Xj I LAJuM 1 1 




0/ 




ATATATQ3AAAATTTACrAQCT0G^GrAAA(XTTCTAAT(XAATATAGAATAAAAAAAA^ 

M 1 M 1 M 1 OJrAMMM 1 1 1 MO 1 MLO 1 LAjMO 1 MMML^-* 1 1 w 1 MM 1 LAuMM 1 M 1 MLMM 1 MMMMMMMMM 




0/ 


361 


ATGMTACAGAGGG3TTCGAACTAG^WWW\QXGrATATTACTG3GTATCGrQC^rQ33 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


420 








0/ 




ATG3TTATTCTG^CTG3TATTGXATCTTG33TGrAG^TTTTCCAATTTTCCCAAQ3^Q3 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

rt 1 \JL/ 1 1 rt 1 \ \j\ \Jr\\j \ \JLf 1 rt 1 1 VJLajM I L/ I 1 I 1 r\\Jr\ 1 1 1 1 OUrtrt 1 1 1 1 OOUrtrtkjAjaHoja 










Soy 




TTT(^PiVArY^rY^AAPTTn'^TY^PiVTPPPTr^TPf^ 

1 1 1 VjkA-*rtrtOd 1 VjOrArtrtL/ 1 1 \ KAAji I VJr\ 1 VjjjjH \ \ \ \J \ rtOJrt 1 L<rt 1 1 KJ<J \ \ 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

\ \ \ o^A-*rtrtOd 1 OcrtrtrtL/ 1 1 OdJ#J*JrtL<rt 1 \J<J<^ 1 \Jr\ 1 vjAjH I O I 1 OJ 1 o 1 rtojrt 1 L<rt 1 1 OO 1 1 










0/ 


541 


TTGAGTAACQ3TATTGTTTCTTCTAG333AGTGrTG^WW\CCTAAQ3TTG^G^GTAAA 

wii^i^kki^yyrkwi^yrVyrkyyyLkyri^ 

1 1 LiMO 1 MMLAJd IMI \\J\ 1 MOdduML* \\J\ 1 Or^MMMML^-* 1 MMO-* 1 1 OrV\Or\0 1 MMM 


600 


0/ 


601 


(XCAQ3TTCrrAAAAAATQCATTTAATQXTTAAAATGAQ3^Q3^CTCTATTGrTa^ 

1 1 1 1 1 1 1 M M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

PPP A ry^TTPTT A A A A A ATrY"* ATTT A ATPPPTT A A A ATP A fY^ fY^ A PTPT ATTPSTTPPT A 
i^AAjrtO^ 1 1 1 1 rtrtrtrtrtrt 1 \JL^ \ \ \ rtrt I VJOL/ 1 1 rtrtrtrt 1 LfrtOjHojHrtL/ 1 L/ 1 rt 1 1 o 1 1 1 rt 


660 








0/ 


661 


Q3MTQCTG^G3TTGTTTTTTGTAAAAAATTTG3^TATGAAG^CATCTGAGAG^TAT 


720 


Db 


661 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Q3^TTQ3TGflkQ3rTGrTTTTTGrAAAAAATTTG3^TATGAAG^GATGrGAGAG'\ATAT 


720 


0/ 
Db 


721 
721 


Q333rTGATTQ3^l 1 1 1 1 1 1 ATGACCCTATGATTGrTajGACTTGrATTG^CCTTTATT 


780 
780 


0/ 
Db 


781 
781 


G^T(X0Gr(^(^G^TQ3rr(XA0QCTQCTGAATTQ3AATATTGATTT(^TQ^ 


840 
840 


0/ 


841 


G^TQ3CTACTTTTAAAQ3^0GftTCXa3ACnTTAAACI 1 1 1 1 AATTTTQaCTGMAG^T 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


900 
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Db 


841 


G'\ATQ33TACTTTTAAAQ3aCGMCQGACrTTAAACTTTTTAATTTTQ33TGMAG'\AAT 


900 


0/ 


901 


TCTTTCTTGACTOOTAATAGaGA^QaGATCTTCTGATTTCTAO^TATTQCTCGMTTTT 


960 


Db 


901 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TGrTTCTTGAGTOCTAATAG^G^QaGATCTTCTGATTTCTAQSTTATTQCTCGMTTTT 


960 


0/ 
Db 


961 
961 


CTTTQ3330GAAAAGA0Q33^TTTTACTTGrrQ33^AATAAA(X)^ 

! 1. 1. 1. ! J J J J I .LLLL! IJ j J J IJ. [ [ [ L! i i. ! i i. ! J J l LiJ. ILL! j -LL! i [ [ ILL! UJ. ! i [ 

CTTTQ33aCCAAAACACGGG^TTTTACI IGI 1 GGG^TAAACCAACnTAAACAATCTT 


1020 
1020 


0/ 
Db 


1021 
1021 


TATAAQXTTCTAOQ3AAG^CX3rAGrrQ3AQ3ATGAAAG^GrCrrOGftCTTQ3^ 


1080 
1080 


0/ 
Db 


1081 
1081 


TQ3^CTTCAGrAA(XXX:ATTAAGrQ3GCTCTGrATATQ3^GrAGAAT^ IGI lATC 


1140 
1140 


0/ 


1141 


AQ3GAGrTQ3rTTTTGAATACGAT0CrTATAGrGrTTGAAG^Q3rTTQ3TAACTTACGA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AQ3GAGrTQ3rTTTTGAATACGATOJrrATAGrGrTTCAAG'\AQ3rTTQ3TAACTTAC^ 


1200 


Db 


1 141 


1200 


cv 


1201 


TATACTTTGrQ33rGATTACTTATAATTTACTATTTTTG^CTQ33rACTQCTTG^CTG^C 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TATACTTTGrQaGrCATTACTTATAATTTACTATTTTTG^CTQaSTACTQCTTG^CTG^C 


1260 


Db 


1201 


1260 


CV 


1261 


AAAATTTTCQ3^AATTCTTCQ3^ATATTATAAAG^TQ3CG^TQ3TTQ3^ATCAATCAAC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AAAATTTTCQ3^AATTCTTCQG^^ATATTATAAAG^TQXG'\ATQ3TTQ3^ATCAAT(^ 


1320 


Db 


1261 


1320 


CV 


1321 


TCGAATOaui IGIIIIIAIIIIIGI 1 G33AAATGrCTCTACTQ3rTTAGrCAATATGrCT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TCGAATQ3GrTGrTTTTATTTTTGrTG33AAATGrCTCTACTQ3TTTAGrGAATATGrCT 


1380 


Db 


1321 


1380 


CV 


1381 


ATG3TGACG^TAG^TTCTTGA00CTTAAAATCATTCCTQ3TTTTGTTG33ATACTG3TGA 

1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 M 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATG3TGACG^TAGMTCTTGACCCTTAAAATCATTCCTG3TTTTGTTG33ATACTG3TGA 


1440 


Db 


1381 


1440 


CV 
Db 


1441 
1441 


TTGATAGSTGrCATATCQSrTTTCTTGrATAGAAAAAG^TATTGATTAAQCTATAA 1 497 
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